respectively, corresponding to Gb3Cer (d18:1, C16:0) (i) and at m/z 1156.76 (A) or 1156.77 (B), respectively, corresponding to Gb3Cer (d18:1, C24:1) (ii) were selected from MS 1 spectra of the GSL fraction of ACHN cells (A) or Caki-2 cells (B) for MS 2 analysis (Error! Reference source not found.c).
Figure S4. Effect of siRNA knockdowns on the viability of ACHN cells. (A) Assessment
of siRNA knockdowns in ACHN cells by RT-PCR. ACHN cells were reverse transfected with a scrambled NC or the indicated siRNA(s). Extracted RNA was used in one-step RT-PCR targeting the respective host factor. Depicted are means with standard deviation for three biological replicates (n = 3) each performed in triplicate. A one-way ANOVA showed that the effect of siRNA type was significant (F = 26.48, p < 2 x 10 -16 ). Multiple comparisons using ttests with adjusted p-values (Holm method) revealed that all siRNA knockdowns were significantly different compared to NC (***, p < 0.001). For details, refer to Table S6 Table S5 . Figure S4 ; the p-values are adjusted for multiple testing using the Holm method b significance levels in parentheses: ***, p < 0.001
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